
 

Fig. S2. Cross-countries external validation of Random Forest models (Ntree = 999) for gut 

microbiome-based predictions. (A) ROC curve of the model trained on dataset of China using 

core microbiome features from Cluster1 and validated on an independent the USA dataset. (B) 

Reciprocal validation with model trained on the USA dataset and tested ondataset of China. 

(C–D) Corresponding validations incorporating both Cluster1 features and Shannon diversity 

index. 




