
Fig. S2. The stacked box plots of taxonomic composition at the (A) phylum, (B) family, and (C) 
genus level. Data are presented as mean of relative abundance.

B

A
Phylum

Family

F irm icu te s

B a c te ro id o ta

V e rru c o m ic ro b io ta

<  1  %

B a c te ro id a c e a e

M u r ib a c u la c e a e

L a c to b a c il la c e a e

L a c h n o s p ira c e a e

O s c illo s p ira c e a e

A k k e rm a n s ia c e a e

T a n n e re lla c e a e

R u m in o c o c c a c e a e

O s c illo s p ira le s _ u c

C lo s trid ia _ u c

R ike n e lla ce ae

E ry s ip e lo tr ic h a c e a e

<  1  %

R
el

at
iv

e 
ab

u
n

d
an

ce
 (

%
)

R
el

at
iv

e 
ab

u
n

d
an

ce
 (

%
)

Genus

R um in o c o c c u s

A lis t ip e s

M u r ib a c u lu m

O s c i l l ib a c t e r

B la u t ia

R u m in o c o c c a c e a e _ u c

<  1  %

B a c te ro id e s

M u rib a c u la c e a e _ u c

L a c h n o s p ira c e a e _ u c

L a c to b a c il lu s

O s c illo s p ira c e a e _ u c

L ig ila c to b a c i l lu s

A k ke rm a n s ia

T a n n e re lla c e a e _ u c

O s c illo s p ira le s _ u c

C o lid e x t r ib a c te r

C lo s trid ia _ u c

C

R
el

at
iv

e 
ab

u
n

d
an

ce
 (

%
)

Fig. S2




